Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.004 Å; R factor = 0.056; wR factor = 0.161; data-to-parameter ratio = 14.9.
The title compound, C 13 H 16 N 2 O 5 , is useful as an intermediate in the field of agrochemicals. Intramolecular C-HÁ Á ÁO hydrogen bonds result in the formation of one six-and one five-membered nearly planar ring; the six-membered ring is also nearly coplanar with the adjacent benzene ring. In the crystal structure, intermolecular C-HÁ Á ÁO hydrogen bonds link the molecules. 
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Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Ries et al., 1993) , that can be used as a therapeutic tool for metabolic syndrome, including visceral obesity (Engeli et al., 2000; Kintscher et al., 2004; Goossens et al., 2003; Boustany et al., 2004) . As part of our ongoing studies in this area, we report herein the synthesis and crystal structure of the title compound, (I).
In the molecule of (I) (Fig. 1) , the ligand bond lengths and angles are within normal ranges (Allen et al., 1987) . The intramolecular C-H···O hydrogen bonds (Table 1) In the crystal structure, intermolecular C-H···O hydrogen bonds (Table 1) link the molecules (Fig. 2) , in which they seem to be effective in the stabilization of the structure.
For the preparation of the title compound, methyl 4-amino-3-methylbenzoate (8.25 g, 50 mmol) was acylated with butyryl chloride (50 mmol, 5.3 ml) in chlorobenzene at 373 K. The resulting amide was reacted with fuming nitric acid in sulfuric acid (60%) at 273 K. The reaction mixture was poured into ice-water. The residue was filtered and recrystallized from methylene chloride to give the title compound, (I), (yield; 10.8 g, 77%). Crystals suitable for X-ray analysis were obtained by slow evaporation of an ethanol solution.
Refinement
H atoms were positioned geometrically, with N-H = 0.86 Å (for NH) and C-H = 0.93, 0.97 and 0.96 Å for aromatic, methine and methyl H, and constrained to ride on their parent atoms, with U iso (H) = xU eq (C,N), where x = 1.5 for methyl H, and x = 1.2 for all other H atoms. Figures   Fig. 1 . The molecular structure of the title molecule, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. Primary atom site location: structure-invariant direct methods 
